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ABSTRACT: Increasing evidence indicates that altered reelin signaling could contribute to synaptic dysfunction in
Alzheimer’sdisease (AD).Wefoundthat reelinproteinandmRNAlevelswere increased in theADbrain (particularly
at advanced Braak stages in apolipoprotein E4 noncarriers), compared with that of control subjects. The b-amyloid
(Ab) protein impairs reelin activity and increases reelin expression through amechanism that is not yet understood.
To explore thatmechanism,we examined the effect ofAb aa 1–42 (Ab42) onDNAmethylation of theRELNpromoter
and the processing of reelin receptor apolipoprotein E receptor 2 (ApoER2) in differentiated SH-SY5Y cells because
ApoER2C-terminal fragments (CTFs), generated after reelin binding, regulate reelin expression.We found thatAb42

decreasednuclear levelsofDNA-methyltransferase1.However,RELNpromotermethylationdidnot change inAb42-
treated cells or in AD brain extracts. Instead, the levels of ApoER2-CTF appeared significantly lower in Ab42-treated
cells and in AD extracts from advanced Braak stages of apolipoprotein E4 noncarriers. Our data show that ApoER2-
CTF levels are decreased, whereas reelin expression is increased in AD brain at advanced Braak stages and after
Ab treatment, supporting the view thatApoER2-CTF exerts amodulatory role on reelin expression.—Mata-Balaguer,
T., Cuchillo-Ibañez, I., Calero,M., Ferrer, I., Sáez-Valero, J.Decreased generation ofC-terminal fragments ofApoER2
and increased reelin expression in Alzheimer’s disease. FASEB J. 32, 3536–3546 (2018). www.fasebj.org
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Alzheimer’s disease (AD) is characterized by the presence
of extracellular amyloidplaques, comprising theb-amyloid
protein (Ab) and intracellular neurofibrillary tangles,

which contain the abnormally hyperphosphorylated,
microtubule-associated protein t (1). It is generally ac-
cepted that Ab and hyperphosphorylated t are patho-
logic effectors of AD. Therefore, pathways that facilitate
the interaction between these proteins are of particular
interest, both for deciphering the pathologic mecha-
nisms involved in AD causation and for the design of
successful therapeutic interventions.

Reelin is a large, signaling glycoprotein, which has been
implicated in the regulation of synaptic neurotransmission,
plasticity, andmemory in the adult brain (2). Secreted reelin
transduces intracellular signals through the disabled-1
(Dab1) adapter bybinding to the apolipoproteinE receptor 2
(ApoER2) or the very low-density lipoprotein receptor
(LDLR) (3). Dab1 phosphorylation initiates an intracellular
kinase cascade that ultimately inhibits glycogen synthase
kinase-3b (GSK3b) and prevents t hyperphosphorylation
(4).Reelin,ApoER2,andDab1all interactwith theb-amyloid
precursor protein (APP) (5–10). In addition, genetic risk fac-
tors for late-onset AD, such as apolipoprotein E (ApoE) and
apolipoprotein J/clusterin, are competitors for binding to
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reelin receptors (3, 11,12).ApoE isamajor constituentofvery
LDL, and it binds to all members of the LDLR family (13).
Three major isoforms, ApoE2, ApoE3, and ApoE4, are
encoded by different alleles of human APOE gene, with
ApoE3 being the most common isoform. Interestingly, the
APOE-e4 allele (encoding ApoE4), the major susceptibility
genetic factor forAD (14), is one of the strongest competitors
for reelin binding to ApoER2 (3).

Recently, we demonstrated that Ab increases reelin
levels (15) and also disrupts reelin capacity to form
homodimers, which are necessary to bind to reelin recep-
tors, thereby compromising reelin signal transduction and,
possibly, contributing to synaptic dysfunction in AD (16).
Thus, altered reelin glycoforms induced by Ab are less
capable of down-regulating t phosphorylation via Dab1
and GSK3b signaling (16). Furthermore, the direct in-
teraction between reelin and Ab precludes the proteolytic
processing of ApoER2 induced after reelin binding in
nonpathologic conditions, possibly because of interference
in the initiationof the intracellular signaling (17).However,
the mechanism bywhich Ab triggers the increase in reelin
levels is not yet understood.

In thepresentstudy,wehaveexaminedtheeffectofAbaa
1–42 (Ab42) on cytosine methylation of the reelin promoter
and on the levels of DNA-methyltransferases (DNMT1, 3a
and 3b), enzymes that modulate the methylation of the
RELN promoter, influencing reelin expression (18). We also
examined the effect of Ab42 on ApoER2 proteolytic pro-
cessing because the intracellular ApoER2 C-terminal
fragments (ApoER2-CTF) generated after reelin binding
have a key role in regulating reelin transcription (19). We
extended our analysis on brains from patients with AD to
considering thepatientBraakstageandtheAPOEgenotype.

MATERIALS AND METHODS

Collection of human brains

This study was approved by the ethics committee of Uni-
versidad Miguel Hernández de Elche (Alicante, Spain) and
was performed in accordance with the World Medical As-
sociation (WMA) Declaration of Helsinki. Brain samples
(frontal cortex) were obtained from the Brain Bank at the
Institute of Neuropathology, Bellvitge University Hospital
(Barcelona, Spain). Late-onset AD cases (12 women, 18 men;
mean6 SD age, 756 10 yr) were categorized according to the
Braak stage of neurofibrillary tangle pathology (20): Braak
stage I–II, n = 10; Braak stage III–IV, n = 10; and Braak stage
V–VI, n = 10. Special care was taken not to include cases with
combined pathologies to avoid bias in the pathologic series.
Samples from nondemented (ND) controls (2women, 6men;
mean 6 SD age, 54 6 4 yr) corresponded to individuals with
no clinical dementia and no evidence of brain pathology. The
mean postmortem interval of the tissue was;8 h in all cases,
with no significant difference between the groups.

Protein extraction from human brain

Frontal cortex (0.1 g) was homogenized (10% w/v) in Tris-HCl
(50 mM, pH 7.4), NaCl (150 mM), Triton X-100 (0.5% w/v),
Nonidet P-40 (0.5% w/v), 0.5 mM fresh PMSF, and a cocktail of
protease inhibitors (1:25 v/v; MilliporeSigma, Billerica, MA,

USA), for solubilization of reelin, or in Tris-HCl (50 mM, pH 7.4),
NaCl (150mM), EDTA (5mM), TritonX-100 (0.5%w/v),Nonidet
P-40 (1% w/v), fresh 0.5 mM PMSF, and the cocktail of protease
inhibitors for solubilization of the transmembrane reelin receptor,
ApoER2, and other membrane-associated proteins. The homog-
enates were then sonicated (15 pulses 3 2, on ice, at intensity 4,
Ultrasonic Cell Disruptor; Misonix, Farmingdale, NY, USA),
centrifuged for 20 min at 20,000 g and 4°C, and the supernatant
fractionswere recovered for further analysis byWestern blotting.

Cell culture

SH-SY5Y cells were seeded at a density of 1 3 105 cells/well in
6-well plates and cultured in DMEM supplemented with Glu-
tamax (GIBCO; Thermo Fisher Scientific, Waltham, MA, USA),
1% heat-inactivated fetal bovine serum, penicillin (100 U/ml),
and streptomycin (100 mg/ml) in a 5% CO2 incubator. Cells
were differentiated with all-trans-retinoic acid (MilliporeSigma),
whichwas added the day after plating, at a final concentration of
10 mM in DMEMwith 1% fetal bovine serum. The mediumwas
changed every 2 d. After 6 d in the presence of all-trans-retinoic
acid, cells were treated with amyloid proteins. Suspensions
of Ab42 or b-amyloid scrambled control (Absc) peptide
(AIAEGDSHVLKEGAYMEIFDVQGHVFGGKIFRVVDLGSH-
NVA) (both from American Peptide Co., Sunnyvale, CA,
USA) were dissolved in sterilized, distilled water at a concen-
tration of 1 mg/ml and added to the cells to yield a final con-
centration of 5 mM; moreover, that treatment was performed
2 d consecutively, without changing the medium. The culture
mediumwascollected,andthecellsweresuspended in120ml/well
of solubilization buffer [50 mM Tris-HCl (pH 7.4), 150 mM NaCl,
5 mM EDTA, 0.5% (w/v) Triton X-100, 1% (w/v) Nonidet P-40,
0.5 mM fresh PMSF, and cocktail of protease inhibitors] and were
processed asdescribed for the cortical extracts. Formeasurement of
cell viability, SH-SY5Y cells were cultured in 96-well plates, then
differentiated and assayed using the tetrazolium assay (MTS as-
say; CellTiter 96 Aqueous Assay; Promega, Madison, WI, USA),
according to the manufacturer’s instructions.

For studies involving the characterization of ApoER2-CTF,
differentiated SH-SY5Y cells were treated with reelin (;10 nM)
obtained from conditioned medium of human embryonic kidney
(HEK)-293T cells stably-transfected with reelin cDNA or green
fluorescent protein (GFP) cDNA (mock), as described (17).

For studies involving the transcriptional activity of ApoER2,
SH-SY5Y cells were transfected with Lipofectamine 2000
(Thermo Fisher Scientific), according to the manufacturer’s pro-
tocol, for 48 h using cDNA of human full-length ApoER2 (pro-
videdbyDr. J.Nimpf,MaxF.PerutzLaboratories,Departmentof
Medical Biochemistry, Medical University of Vienna, Vienna,
Austria; see ref. 19), or a chimeric ApoER2 protein expressing
only the intracytoplasmic domain (ICD: aa residues 728–842)
(ApoER2-ICD; provided by Dr. W. Rebeck, Georgetown Uni-
versity Medical Center, Washington, DC, USA), or an empty
vector (Promega) as control.

The effect of Ab42 on cellular reelin levels and ApoER2 pro-
cessing was also tested on primary cortical neuron cultures,
performed as previously described (16). Briefly, neurons from
cortical lobes of E17.5 mice embryos were plated in 6-well plates
(2 3 106 cells/dish) and maintained in Neurobasal medium
(Thermo Fisher Scientific) containing B27 supplements (GIBCO;
Thermo Fisher Scientific), 100 IU/ml penicillin, 100 mg/ml
streptomycin, and 2 mM glutamine. After 7 d, cortical neurons
were treatedwith 5mMAb42 or 5mMAbsc for 2 d consecutively,
following the same schedule as that for SH-SY5Y cells. The cells
were suspended in 120 ml/well of solubilization buffer [50 mM
Tris-HCl (pH7.4), 150mMNaCl, 5mMEDTA,0.5%(w/v)Triton
X-100, 1%(w/v)NonidetP-40, 0.5mMfreshPMSF,andacocktail
of protease inhibitors] and processed as previously described.
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Extraction of nuclear proteins

Cultured SH-SY5Y cells were washed twice with cold PBS and
gently scraped off the plates with cold PBS. Cell debris were
discardedby centrifugation for 5minat 500 g and 4°C.Cellswere
then lysed, andnucleiwere isolatedwith theQProteomeNuclear
Protein Kit (Qiagen, Hilden, Germany), according to the manu-
facturer’s instructions.

Western blotting

Forwestern blotting, brain or SH-SY5Y cell extracts (each sample
containing 40 mg protein) were heated at 98°C for 7 min or for
3 min exclusively for reelin denaturation (21), in 63 Laemmli
sample buffer. After SDS-PAGE, the proteins were electropho-
retically transferred to nitrocellulose membranes and detected
with antibodies against reelin (clone142, 1:400; MilliporeSigma),
ApoER2 C-terminal (1:2000; Abcam, Cambridge, United King-
dom),Dab1 (1:1000;Abcam), 4G10platinumanti-phosphotyrosine
antibody (1:1000; MilliporeSigma), ErbB4 C-terminal (1:400; Santa
Cruz Biotechnology, Dallas, TX, USA), DNMT1 (1:1000; Abcam),
DNMT3a (1:2000; Abcam), DNMT3b (1:500; Abcam. a-Tubulin
(1:4000; MilliporeSigma), or Lamin B2 (1:200; Thermo Fisher Sci-
entific) were used as a loading control. To improve detection of
ApoER2-CTFbytheApoER2C-terminalantibody, themembranes
were boiled in PBS in a microwave at maximum power for 5 min
before the blocking step. Primary antibody bindingwas visualized
with fluorescently (IRDye) labeled secondary antibodies (1:10,000),
and imageswereacquiredwithanOdysseyCL3 Infrared Imaging
system (Li-Cor Biosciences, Lincoln, NE, USA).

Quantitative RT-PCR analysis and APOE genotyping

RNA was extracted from human brains and differentiated SH-
SY5Y cells with Trizol reagent in the PureLink Microto-Midi
Total RNA purification system (Thermo Fisher Scientific), fol-
lowing the manufacturer’s instructions. SuperScript III reverse
transcriptase (Thermo Fisher Scientific) was used to synthesize
cDNAs from that total RNA (2 mg) with random primers,
according to the manufacturer’s instructions. Quantitative PCR
amplification was performed on a StepOne Real-Time PCR
System (Thermo Fisher Scientific) with TaqMan probes specific
for human RELN (HS01022646_m1; Thermo Fisher Scientific),
humanApoER2 (HS00182998_m1; Thermo Fisher Scientific), and
human glyceraldehyde-3-phosphate dehydrogenase (GAPDH;
HS02758991_g1; Thermo Fisher Scientific) as an endogenous
control. The transcripts were quantified using the relative
standard-curve method normalized to GAPDH from the same
cDNApreparation to confirm the specificity of the PCRproducts
from the dissociation curves.

Genomic DNA was isolated from brain tissue by with the
DNeasy Blood and Tissue Kit (Qiagen), following the manufac-
turer’s instructions. APOE polymorphisms (rs429358 and
rs7412), which determine the e2/e3/e4 haplotypes, were ana-
lyzedbyreal-timePCRusingspecific oligonucleotides, according
to a previouslydescribedmethod (22).Details ofAPOEgenotype
and the age and gender for individual patients with AD andND
subjects are shown in Supplemental Table 1.

Methylation-specific PCR and sequencing

Genomic DNA was extracted from human brain and differenti-
ated SH-SY5Y cells with DNeasy Blood and Tissue kit. Bisulfite
conversion of unmethylated cytosinewasperformedwith theEZ
DNA methylation Gold kit (Zymo Research, Irvine, CA, USA),
according to the manufacturer’s instructions.

The sequences of the PCR primers used to distinguish be-
tween the methylated and unmethylated genomic DNA in the
RELNpromoterwere the following:methylated forwardprimer:
59-CGGGGTTTTGACGTTTTTCG-39 (2602 to 2582), methyl-
ated reverse primer: 59-CGCCCTCTCGAACTAACTCGACG-39
(2418 to 2441), unmethylated forward primer: 59-GTGGG-
GTTTTGATGTTTTTTG-39 (2603 to 2582), and methylated re-
verse primer: 59-CACCCTCTCAAACTAACTCAACA-39 (2418
to2441).

The primers used for the amplification of theRELN promoter
region from the bisulfite-modified genomic DNA were as fol-
lows: forward primer: 59-GTATTTTTTTAGGAAAAATAGGG-
TATATTGA-39 (2687 to 2656), and reverse primer: 59-ACTC-
CCAAAATTACTTTAAACC-39 (2180 to2202).

The PCR reaction was performed with 50 ng bisulfite-
modified genomic DNA and 2.5 U of platinum Taq DNA poly-
merase (Thermo Fisher Scientific). Water was used as a negative
control and a fully cytosine-phosphate-guanine (CpG) methyl-
ated human genomic DNA (EpiGentek, Farmingdale, NY, USA)
was used as a positive control. Each samplewas run in triplicate.

Statistical analysis

The distribution of data was tested for normality using a D’Ag-
ostino-Pearson test. Data were analyzed by unpaired Student’s
t test, applying a Welsh’s correction when variances were not
equal, or ANOVA, with a Dunnett’s multiple comparison test.
When normality was rejected, a Mann-WhitneyU test was used.
The results are presented as themeans6 SEM, and all the analyses
wereperformedusingGraphPadPrism (v.5;GraphPadSoftware,
La Jolla,CA,USA).AvalueofP,0.05wasconsideredsignificant.

RESULTS

Increased reelin expression in the brain of
patients with AD and in Ab42-treated cells

Reelin expression in the frontal cortex of patients with AD
and ND subjects was evaluated by quantitative RT-PCR
(qRT-PCR). We found that reelin mRNA levels were sta-
tistically increased in patients with AD, compared with
NDsubjects (P= 0.0003) (Fig. 1A).When patientswithAD
were classified by their Braak stage, we found that, at
Braak stage III–IV (P = 0.01) and Braak stage V–VI (P =
0.003), reelin expression was significantly greater than it
was for ND subjects, but was not so at Braak stages I–II.
This result corroborates previous analyses obtained from
various cohorts (15, 17, 21). Interestingly, when theAPOE
genotype was considered within the group with AD and
Braak stages III–VI, only ApoE4 noncarriers (e2/e3 and
e3/e3; n = 14; P = 0.0003) displayed increased reelin
mRNA levels with respect to controls (Fig. 1A), although
ApoE4 carriers (e3/e4 and e4/e4, n = 6; P = 0.4) did not
exhibit significant increases in reelin mRNA levels com-
pared with controls. Indeed, patients with AD who were
ApoE4 carriers exhibited significantly lower reelinmRNA
levels compared with ApoE4 noncarriers (30% decrease;
P= 0.026). The differences in age between patientswithAD
and ND subjects did not account for the differences ob-
served in the reelin mRNA levels because the correlation
betweenageandreelinmRNAlevelswasnot significantly
different in the ND group (R2 = 0.075; P = 0.5), for all
patientswithAD (R2 = 0.002;P=0.8), for thosewithBraak
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III–VI (R2 =0.0006;P=0.7), or forApoE4–onlynoncarriers
(R2 = 0.02; P = 0.6).

In previous studies, performed in differentiated SH-
SY5Y cells (cells expressing all reelin signaling compo-
nents), treatment with 2 doses of 10 mM Ab42 triggered
increases in reelin protein andmRNA levels (15, 17). In the
present study, we used 2 3 5 mM Ab42 doses, and the
resultswere similar to the previous studies, resulting in an
increase in reelin mRNA (Fig. 1B; P = 0.008) and protein
levels, relative to cells treated with Absc peptide (Fig. 1C;
P= 0.008). The cell death in cultures treatedwith 23 5mM
Ab42 doses, evaluated with an MTS assay, was not sig-
nificant (6.8 6 5.4% reduction in cell viability compared
with cells treated with Absc peptide, P = 0.2).

Analysis of RELN promoter methylation and
DNMT1 in SH-SY5Y cells and AD brain

DNAmethylation has a critical role in the regulation of gene
expression. In the mammalian brain, promoter methylation
on CpG islands is a postreplicative process mediated by a
groupofDNMTs,suchasDNMT1,DNMT3a,andDNMT3b
(23). The RELN promoter is potentially modifiable by the 3
DNMTs (24), but in particular, DNMT1 has been related
to the down-regulation of reelin expression and hyper-
methylation of RELN promoter in several neuropsychiatric
disorders (25, 26). Therefore, we examined whether 5 mM
Ab42 would be able to modulate DNMT1, DNMT3a, and
DNMT3blevelsandtoalter themethylationpatternofRELN
promoter in differentiated SH-SY5Y cells. We found that
levels ofDNMT1were lower in the nuclear fraction inAb42-
treated cells compared with control Absc-treated cells (P =
0.002),whereas the levelsofDNMTisoforms3A(P=0.2)and
3B (P = 0.4) remained unchanged (Fig. 2A).

We further employed methylation-specific PCR to dis-
tinguish methylated from unmethylated DNA after

bisulfite modification, taking advantage of the differ-
ences in the nucleotide sequence that resulted after that
treatment. We analyzed the bisulfite-modified RELN
promoter (region 2602 to 2418) in SH-SY5Y cells
treatedwithAb42.However, only the specific primer for
unmethylated DNA amplified the RELN promoter, in-
dicating that there was no change in the methylation in
this region (Fig. 2B). The data suggest that the decrease
in DNMT1 levels induced by Ab42 does not influence
RELN promoter methylation. Sequencing of the RELN
promoter region between bases 2687 and 2202 con-
firmed that there was no change in the methylation
pattern of the bisulfite-modified DNA extracted from
cells treated with Ab42 compared with those cells treated
with Absc (Fig. 2C).

Samples of the frontal cortex of patients with AD and
ND subjects were also analyzed by methylation-specific
PCR and sequencing (same promoter region as that for
SH-SY5Y cell sequencing). Again, no differences in the
methylation pattern were found between patients with
AD and ND subjects in the RELN promoter after bisulfite
modification (Fig. 2B, C). Overall, the data support the
view that the up-regulation of reelin expression in AD
cortex and in Ab42-treated cells is not a consequence of
hypomethylation of the RELN promoter.

Levels of CTFs of ApoER2 in Ab42-treated cells
and in the brain of patients with AD

The possibility that Ab42 may influence reelin expression
by affecting the proteolysis of ApoER2 was also in-
vestigated. The binding of reelin to ApoER2 is known to
induce the clustering and subsequent cleavage of ApoER2
by a- and g-secretases (27, 28). The processing by
a-secretase generates membrane-bound CTFs, which can
be further cleaved by g-secretase to generate soluble ICD

Figure 1. Increased reelin expression in AD
brain at various Braak stages and in SH-SY5Y
cells after Ab42 treatment. A) Relative reelin
mRNA expression analyzed by qRT-PCR in
frontal cortex samples from ND subjects (n =
8) and patients with AD (Braak stage I–II, n =
10; Braak stage III–IV, n = 10; and Braak stage
V–VI, n = 10). s, ApoE4 noncarrier (ApoE2/3
and 3/3) subjects; Δ, ApoE4 carrier (ApoE 3/4
and 4/4) subjects. The values were calculated
from relative standard curves and normalized
to GAPDH from the same cDNA preparation
and are expressed as means 6 SEM. *P , 0.05
with respect to ND; 1-way ANOVA plus
Dunnett’s test. B) Relative reelin mRNA
expression analyzed by qRT-PCR in differenti-
ated SH-SY5Y cells treated with Absc control
(ctrl; n = 6 from 2 independent experiments)
or Ab42 (n = 6 from 2 independent experi-
ments). The values were calculated from
relative standard curves and normalized to
GAPDH from the same cDNA preparation and

are expressed as means 6 SEM. *P , 0.01, Mann-Whitney U test. C) Western blots of differentiated SH-SY5Y cell extracts, after
treatment with 5 mM Absc (ctrl; n = 6 from 2 independent experiments) or 5 mM Ab42 (n = 8 from 2 independent experiments)
and probed for reelin (with a N-terminal antibody that detects 420-kDa full-length reelin and 310 and 180 kDa N-terminal
fragments) and tubulin. Data from quantification of full-length reelin were normalized to tubulin and are expressed as means 6
SEM. *P , 0.01, Mann-Whitney U test.
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fragments. The ApoER2-ICD is able to regulate reelin ex-
pression through a down-regulation of reelin mRNA
transcription (17). Given that endogenous ApoER2-ICD is
hardly detectable, probably because of its low levels and
inherent instability (24),wedecided todetermine the levels
of ApoER2-CTF as an indicator of the interaction of reelin
and ApoER2. To confirm that, we first examined whether
reelin induces the generation of ApoER2-CTF. Reelin
treatment of differentiated SH-SY5Y cells increased the
levels of that fragment with respect to mock-treated cells,
probably because of changes in the processing of ApoER2
after reelin binding to the receptor (Fig. 3A; P = 0.039).
Then, we found that treatment with 5 mM Ab42 reduced
the levels of ApoER2-CTF compared with cells treated
with the Absc peptide (Fig. 3B; P = 0.0001). However, the
level of the full-length ApoER2 protein (Fig. 3C; P = 0.7)
and its transcript quantified by qRT-PCR (Fig. 3D; P = 0.7)
didnot change followingAb treatment, indicating that the
reduction inApoER2-CTFwas probably due to decreased
processing of full-length ApoER2 and not to a decrease in
the levels of the receptor.

Because Ab42 treatment can induce an increase in the
cellular content of the g-secretase catalytic subunit pre-
senilin 1 (29), we also examined whether the reduction in
ApoER2-CTF resulted from an increase in g-secretase ac-
tivity. Therefore, we examined the levels of the full-length
ErbB4 and its CTFs. ErbB4 is a single-pass, type I trans-
membrane receptor, a member of the epidermal growth
factor receptor subfamily that binds to neuregulins, and it
is also a g-secretase substrate (30). Our data indicate that
the levels of ErbB4-CTF remain unaltered, suggesting that
Ab42 treatment does not alter the g-secretase processing of
ErbB4 (Supplemental Fig. 1).

After binding to its receptor, intracellular transduction
of reelin signaling begins with the phosphorylation of

intracellular adaptor protein Dab1 (3). Thus, we first val-
idated the reelin-dependent induction of Dab1 phos-
phorylation in differentiated SH-SY5Y cells (Fig. 3E; P =
0.028).To corroborate the effect ofAb42 on reelin signaling,
we also analyzed the phosphorylation of Dab1. In cells
treated with Ab42, we found that the tyrosine phosphor-
ylation of Dab1 decreased (Fig. 3F; P = 0.035) after treat-
ment, comparedwith control cells, which is in accordance
with a lower activation of reelin signaling through
ApoER2 in the presence of Ab42.

We confirmed the influence of Ab42 on the genera-
tion of ApoER2-CTF in primary neuronal cultures.
Neurons treatedwith 23 5mMAb42 doses displayed an
increase in reelin protein levels relative to treated cells
withAbsc peptide (Fig. 4A;P= 0.019); however, despite
that increment, the presence of the Ab42 peptide low-
ered the levels of ApoER2-CTF (Fig. 4B; P = 0.035),
whereas full-length ApoER2 levels remained unchanged
(Fig. 4C; P = 0.39).

We next analyzed ApoER2-CTF levels in brain extracts
from patients with AD and ND subjects. The amount of
ApoER2-CTF was significantly lower in the AD cortex
compared with ND cortex (Fig. 5A, P = 0.021). When pa-
tients with AD were classified by their Braak stage, we
found that, at Braak stages III–IV (P=0.046) andV–VI (P=
0.020), the levels of ApoER2-CTF were significantly re-
duced comparedwithND samples, but not at Braak stage
I–II (P= 0.055). Similar to reelin expression, the differences
were only observed when comparing ND with AD ex-
tracts from ApoE4 noncarriers (P = 0.019) but not from
ApoE4 carriers (P = 0.28). No significant differences
were found between patients with AD andND subjects
in the amount of full-length ApoER2 protein (Fig. 5B;
P = 0.87) or in the level of ApoER2 mRNA (either when
all the AD samples were compared with the ND

Figure 2. Ab increases nuclear levels of
DNMT1, but does not alter methylation
of the reelin promoter. A) Western blots of
nuclear extracts of differentiated SH-SY5Y cells,
after treatment with control (ctrl) 5 mM Absc
(n = 6) or 5 mM Ab42 (n = 6) stained for
DNMT1, DNMT3a, and DNMT3b. DNMT
levels were quantified by image analysis, and
the results were normalized to Lamin B2 levels
and are expressed as means 6 SEM. *P , 0.05,
Student’s t test. B) Amplification of bisulfite-
modified reelin promoter (2602 to 2418)
from cells treated with 5 mM Absc (ctrl) or
5 mM Ab42, and from frontal cortex extracts
from ND subjects and patients with AD, using a
specific primer for unmethylated DNA (U) or
for methylated DNA (M). In vitro methylated
DNA was the positive control (control +), and a
saline buffer was the negative control (control2).
C) Reelin promoter regions before and after
bisulfite modification, from cells treated with
5 mM Absc or 5 mM Ab42; and frontal cortex
extracts of ND subjects and patients with AD.
The same promoter region was sequenced in
SH-SY5Y cells and brain extracts [2687 to2202;
see Abdolmaleky et al. (56)]; however, 2 different
enriched-CpG regions are shown to demonstrate the absence of changes in the methylation patterns after bisulfite modification
along the promoter. The first line (RELN promoter) shows the sequence before bisulfite modification.
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samples or when specific Braak stages were compared
separately) (Fig. 5C).

Modulation of ApoER2 expression in SH-SY5Y
cells influences reelin expression

Overexpression of full-length ApoER2 in SH-SY5Y cells
leads to an increase in ApoER2-CTF (15) and a decrease in
reelin mRNA, and it is also evident when cells over-
expressing ApoER2 are treated with recombinant reelin
(Fig. 6A; P = 0.006). When the level of transcripts were
analyzed in SH-SY5Y cells overexpressing a chimeric
ApoER2-ICD (aa residues 728–842), we confirmed that

reelin expression was reduced by a small (10%) but sig-
nificant extent comparedwith controls (Fig. 6B; P = 0.038).

DISCUSSION

Our results suggest that an abnormal intracellular trans-
duction of the reelin signal, induced byAb, is relatedwith
increased reelin expression and that this impaired signal-
ingmay underlie some of the changes that occur in AD. A
previous study demonstrated that the generation of CTFs
of ApoER2 (ApoER2-ICD), associated with binding of
reelin to its receptor and processing by secretases, can
regulate reelin transcription (19). In the frontal cortex of

Figure 3. Ab treatment decreases ApoER2-CTF generation and alters Dab1 phosphorylation. A) Western blots of SH-SY5Y
cell extracts after treatment for 45 min with ;10 nM reelin (Reln) from conditioned medium from reelin stably transfected
HEK-293T cells (n = 9 from 2 independent experiments) or conditioned medium from GFP stably transfected HEK-
293T cells (mock; n = 6 from 2 independent experiments) and probed for ApoER2 C-terminal and tubulin. Data from
quantification of the 25 kDa ApoER2-CTF band were normalized to tubulin and are expressed as means 6 SEM. *P , 0.05,
Student’s t test. B) Western blots of SH-SY5Y cell extracts after treatment with control 5 mM Absc (ctrl; n = 12 from
3 independent experiments) or 5 mM Ab42 (n = 12 from 3 independent experiments) and probed for ApoER2 C-terminal
and tubulin immunoreactivity. Data obtained after quantification of the 25 kDa ApoER2-CTF band intensity were
normalized to tubulin staining intensity, and the resulting normalized values expressed as means 6 SEM. *P , 0.0001,
Student’s t test. C ) Western blots of SH-SY5Y cell extracts, after treatment with control (ctrl) 5 mM Absc (n = 12 from
3 independent experiments) or 5 mM Ab42 (n = 12 from 3 independent experiments) and probed for ApoER2 C-terminal
and tubulin immunoreactivity. Data obtained after quantification of the intensity of 2 ApoER2 bands between 170 and
130 kDa were normalized to tubulin staining intensity and the resulting normalized values are expressed as means 6 SEM.
P . 0.05, Student’s t test. D) Relative ApoER2 mRNA expression analyzed by qRT-PCR from differentiated SH-SY5Y cells
treated with scrambled Absc (ctrl, n = 12 from 3 independent experiments) or Ab42 (n = 12 from 3 independent
experiments). The values were calculated from relative standard curves, normalized to GAPDH from the same cDNA
preparation, and expressed as means 6 SEM. P . 0.05, Student’s t test. E ) Western blots of SH-SY5Y cell extracts after
treatment with ;10 nM reelin (Reln; n = 6) or conditioned medium as in A (mock; n = 6), probed for Dab1 and with an anti-
phosphotyrosine antibody (P-Dab1). Data obtained after quantification of the intensity were expressed as means 6 SEM.
*P , 0.05, Mann-Whitney U test. F ) Western blots of SH-SY5Y cell extracts, after treatment with control 5 mM Absc (n = 12
from 2 independent experiments) or 5 mM Ab42 (n = 12 from 3 independent experiments), were probed for Dab1 and with
an anti-phosphotyrosine antibody (P-Dab1). Data obtained after quantification of the intensity are expressed as means 6
SEM. *P , 0.05, Mann-Whitney test.
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control subjects increased levels of CTFs of ApoER2 cor-
related with less expression of reelin, whereas, in patients
with AD, particularly those at late Braak stages, and in
differentiated SH-SY5Y cells treated with Ab42, we found
that therewasdecreasedgenerationofApoER2-CTFanda
correspondingly higher level of reelin expression. There-
fore, we postulate that the mechanism by which Ab in-
creases reelin expression is by inhibiting generation of
ApoER2-ICD and that this inhibition consequently results
in up-regulation of reelin expression. However, in the
presence of Ab, reelin, despite its high levels, is inefficient
in activating signaling, evenwhen the lower generation of
ApoER2-CTF in the presence of Ab maintains high reelin

expression. Therefore, the reelin signaling and autor-
egulatory mechanisms may be ineffective in AD (see a
graphical summary of our model in Fig. 7).

In the context of impaired reelin function, ApoE4 could
contribute to exacerbate neuropathology. Both reelin and
ApoE compete for binding to ApoER2, and previous re-
sults in cultured neurons indicated that ApoE4 was more
effective in dampening reelin signaling than ApoE3 was
(3). Thus, the possibility that ApoE4 exacerbates AD pro-
gression, as indicated in several studies (31, 32), by con-
tributing to the impairment of reelin signaling, should be
considered. Interestingly, reelin expression is less in AD
brain samples from ApoE4 carriers than it is in samples

Figure 4. Decreased generation of ApoER2-
CTF in Ab-treated neurons. Western blots of
primary neuronal cultures after treatment with
control (ctrl) 5 mM Absc (n = 8 from 2
independent experiments) or 5 mM Ab42 (n =
8 from 2 independent experiments), probed
for reelin (A), ApoER2 C-terminal (B, C), and
tubulin immunoreactivity. Data obtained after
quantification of the immunoreactivity inten-
sity were normalized to tubulin staining in-
tensity, and the resulting normalized values are
expressed as means 6 SEM. *P , 0.05, Mann-
Whitney U test.

Figure 5. ApoER2-CTF expression is decreased in AD brain. A, B) Western blots of frontal cortex extracts from ND subjects (n =
8) and patients with AD (Braak stage I–II, n = 10; Braak stage III–IV, n = 10; Braak stage V–VI, n = 10) and probed for ApoER2 C-
terminal and tubulin immunoreactivity.s, ApoE4 noncarrier (ApoE2/3 and 3/3) subjects; Δ, ApoE4 carrier (ApoE 3/4 and 4/4)
subjects. Data obtained after quantification of ApoER2-CTF (A) or full-length ApoER2 (B) bands were normalized to tubulin
staining intensity, and the resulting normalized values are expressed as means6 SEM. *P, 0.05 with respect to ND; 1-way ANOVA
plus Dunnett’s test. C) Relative ApoER2 mRNA expression analyzed by qRT-PCR from frontal cortex samples from ND subjects
(n = 8) and patients with AD (Braak stage I–II, n = 10; Braak stage III–IV, n = 10; and Braak stage V–VI, n = 10). The values were
calculated from relative standard curves and normalized to GAPDH from the same cDNA preparation and are expressed as
means 6 SEM. *P . 0.05 respect to ND; 1-way ANOVA plus Dunnett’s test.
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fromApoE4noncarriers. In this study,AD-ApoE4 carriers
did not display significant differences in reelin mRNA
levels compared with ND controls, and they did not dis-
play differences in ApoER2-CTF levels. Our hypothesis is
that ApoE4 carriers display differences in reelin/ApoE
balance and that, influenced by Ab, the regulatory mech-
anisms for reelin expression are affected during AD pro-
gression. The fewND-ApoE4 carriers in our cohort didnot
allowus to evaluatedifferenceswithApoE4noncarriers in
nonpathologic conditions. Further characterization of the
proteolytic processing of ApoER2 in the presence of vari-
ous ApoE isoforms is yet to be conducted, but it has been
shown that ApoER2 clustering and processing are less
uponApoEbinding than theyareupon reelinbinding (33).
Indeed, previous studies indicated that theApoE isoforms
promotedproteolysis ofApoER2 todifferentdegrees,with
ApoE2 resulting in a greater accumulation of the CTFs of
ApoER2 compared with ApoE4 (28). Although other
study indicated thatApoE can inhibit g-secretase cleavage
ofApoER2 preventing the release of CTFs ofApoER2 (34),
in this context, expression of ApoER2 splicing variants is

altered in the brains from patients with AD and in a
transgenic mouse model of AD (35). Specific ApoER2 li-
gands may have a role in AD pathology. Along with
ApoE4, apolipoprotein J/clusterin is a ligand of reelin re-
ceptors, which is a genetic risk factor for AD (12; reviewed
in Yu and Tan 36).

The possibility that human ApoE isoforms have dif-
ferential effects on brain function has been largely sus-
pected (37), and some of these isoform-specific effects
could be explained by differential interactions of isoforms
with lipoprotein receptors (38). An isoform-specific role of
ApoE4 in the localization and intracellular trafficking of
ApoER2 (and, therefore, impairing in reelin activity) has
been suggested (39). The observed effects of ApoE4 on the
levels of ApoER2 probably act at a posttranscriptional
level (40). An ApoE isoform–dependent effect on lipo-
protein receptor (LRP1 and LDLR) shedding in the brain
has been also demonstrated (41). In that regard, it has been
proposed that an impairment in reelin/ApoE receptor–
dependent neuromodulation may contribute to AD pro-
gression (42). That hypothetical model, in which the

Figure 6. Overexpression of ApoER2-ICD in-
creases reelin expression. A) Relative reelin
mRNA expression, analyzed by qRT-PCR from
SH-SY5Y cells after overexpressing for 48 h of
either an empty vector or treatment for 45 min
with mock-conditioned medium fromGFP-stably
transfected HEK-293T cells [control (ctrl)],
either an empty vector and treatment for 45
min with ;10 nM reelin from conditioned
medium from reelin stably transfected HEK-
293T cells (Reln), either full-length ApoER2 or
treatment with mock conditioned medium
(ApoER2), either full-length ApoER2 or treat-

ment for 45 min with ;10 nM recombinant reelin (ApoER2 + Reln). The values (n = 7 for each condition) were calculated from
relative standard curves and normalized to GAPDH from the same cDNA preparation and are expressed as means 6 SEM. *P , 0.05
with respect to ctrl, 1-way ANOVA plus Dunnett’s test. B) Relative expression of RELN by qRT-PCR from SH-SY5Y cells overexpressing
an empty vector (ctrl, n = 10) or ApoER2-ICD (n = 10). The values were calculated from relative standard curves and normalized to
GAPDH from the same cDNA preparation and are expressed as means 6 SEM. P , 0.05 with respect to ctrl, Student’s t test.

Figure 7. Schematic representation of reelin
signaling in healthy brains and in brains in
advances stages of AD. In the healthy condi-
tion, reelin binds to ApoER2 as a covalent
homodimer. ApoE isoforms are competitors
of that binding. Effective reelin binding to
ApoER2 induces tyrosine phosphorylation of
the intracellular adapter Dab1. Phosphorylated
Dab1 (P-Dab1) activates a kinase cascade that
ultimately inhibits GSK3b and prevents t hyper-
phosphorylation. Reelin binding also induces
clustering and further ApoER2 processing by
secretases, generating intracellular ApoER2-
ICD fragments, which can modulate reelin
expression by inhibiting reelin transcription. In
late Braak stages of AD, Ab impairs reelin’s
ability to form active covalent homodimers. In
that situation, reelin complexes display a
weaker affinity for the ApoER2 receptor, and
they fail to induce tyrosine phosphorylation of
Dab1 and to transduce the signaling that

modulates t phosphorylation. The processing of ApoER2 after reelin binding is also decreased in AD, resulting in lower levels of
ApoER2-ICD fragments. The failure of the ApoER2- ICD fragments to control reelin transcription results in an increase in reelin. A
hypothesis that would explain the different contributions of ApoE isoforms to AD progression could be the diverse affinities of those
isoforms for ApoER2 and, consequently, their different capacities to generate ApoER2 proteolysis.
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promotion of memory dysfunction by ApoE4 is related
with an impairment of ApoE receptor-dependent signal-
ing pathways, is consistent with our present data.

Another consequence of the lesser reelin levels in AD-
ApoE4 carriers is the difficulty of interpreting altered
reelin expression in various AD cohorts if the APOE ge-
notype is not investigated. Althoughwe previously found
increased reelin associated to AD in various cohorts, we
also noted large intersubject variability in reelin protein
and mRNA levels, and reports from other laboratories
have been controversial regarding reelin changes in AD;
now, in the light of our results, these differences could be
explained by the presence or lack of the APOE-e4 allele
(discussed in Cuchillo-Ibañez et al. 43).

The level of full-length ApoER2 in Ab-treated cells and
in AD cortex was not significantly different from that of
controls, indicating that the decrease in ApoER2-CTFwas
not a consequence of decreased expression of ApoER2.
Instead, the decrease in ApoER2-CTF was likely due to
altered proteolytic processing ofApoER2.Consistentwith
previous reports (17, 19), treatment of cells with recombi-
nant reelin induced proteolytic cleavage of ApoER2 lead-
ing to an increase in ApoER2-CTF and decreased in reelin
expression. In support of that view, overexpression of
ApoER2-ICD was found to induce a discrete but signifi-
cant decrease in reelin in SH-SY5Y cells. The specificity of
the effect of Ab on ApoER2-CTF generation is supported
by the observation that the levels of another g-secretase
substrate, ErbB4, were not affected by Ab.

In a previous study, we found that, in primary cortical
neuron cultures, altered glycoforms of reelin affected its
signaling pathway, including Dab1 phosphorylation (16),
similar to our present finding in SH-SY5Y cells. In this
study, we corroborated, in primary neuronal cultures,
decreased generation of ApoER2-CTF in the presence of
Ab, despite reelin protein levels being increased, again,
indicating impaired reelin signaling in an amyloid condi-
tion. We cannot discard the possibility that higher reelin
levels in later-stage AD brains may be due to relative
sparing of particular subtypes of interneurons (reviewed
in 44, 45), such as the cells expressing reelin in the adult
brain (46–48).

The capacity of Ab to disturb the self-regulatory path-
way that controls reelin levels is explained by the ability of
Ab to alter reelin glycosylation and formation of biologic-
active reelin dimers, which, in turn, affect the capacity of
reelin to bind to ApoER2 and its capacity to generate
ApoER2 intracellular fragments that down-regulate reelin
expression (16, 17). This interference by Ab in reelin bi-
ologic function and in the autoregulatory control of reelin
expression is likely tooccur in theADbrain, inwhich reelin
levels are greater than that found in ND subjects, partic-
ularly for those AD cases in stage III–VI. Soluble N-
terminal fragments of ApoER2 resulting from proteolysis,
which are also generated after binding of reelin, have been
characterized in human cerebrospinal fluid (CSF) (17).
These N-terminal ApoER2 fragments were found to be
decreased in theCSF frompatientswithAD.Wepostulate
that the quantification of soluble N-terminal ApoER2
fragments in CSF and intracellular C-terminal ApoER2
fragments in frontal cortex extracts could give a credible

readout of reelin signaling impairment in patients with
AD. Alterations in reelin levels can contribute to the pro-
gression of AD pathology (49) and probably affect the
capacityof reelin toprotectagainstAb toxicity (50,51). The
crosstalk betweenAPP/Ab and reelin has been shown by
various groups, but the effect of Ab on reelin function
should be considered when interpreting changes in ex-
pression in AD (discussed in Cuchillo-Ibañez et al. 43).

In this study, we also explored the possibility that Ab
could affect reelin expression by affecting the methylation
of the RELN promoter. DNA methylation is probably the
most intensively studied mechanism of epigenetic regu-
lation. Aberrant methylation of cytosine nucleotides can
alter gene transcription and, therefore, potentially give rise
to neurodegenerative and neuropsychiatric diseases
(52–54), including AD (55). The possibility that hyper-
methylation of the RELN promoter contributes to the
down-regulation of reelin has been suggested for neuro-
psychiatric disorders, such as schizophrenia, bipolar dis-
orders, and other psychoses (25, 26, 56), as well for other
pathologies, such as epilepsy (57) and hypothyroidism
(58).However,hypermethylationof theRELNpromoter in
patients with neuropsychiatric disorders has not been not
confirmed in all reports (59). Nevertheless, a relation be-
tween high expression of reelin and hypomethylation of
theRELN promoter region inmyeloma cell lines aswell as
in patients with cancer has been reported (60). Similarly,
up-regulation of reelin expression in mouse colon in re-
sponse to acute colitis has been associated with a decrease
in DNMT1 and in RELN promoter methylation (61).

In our cell culture studies, Ab42 promoted a decrease in
the nuclear levels of DNMT1, although DNMT3a and
DNMT3b were unaffected. Cerebral levels of DNMT1
have been shown to be reduced in ADmouse models (62,
63). However, we did not observe a decrease in the
methylation of theRELN promoter, either in frontal cortex
from patients with AD or in our cell culture studies. In-
deed, very little methylation was found in the promoter
region assessed (region 2687 to 2202 bp). In another
study, in which DNMT1 levels were modulated, the
resulting epigenetic changes did not include hyper-
methylation of the RELN promoter (64). Nevertheless, the
possibility of altered methylation in other regions of the
RELN promoter cannot be dismissed (65). Furthermore, it
has also been suggested that down-regulation of reelin in
neuropsychiatric disorders may be mediated, at least
in part, by a change in DNMT1 activity, which is in-
dependent of the enzyme’sDNAmethylationactivity (66).
Accordingly, cytosine methylation may not be the only
mechanism by which DNMT1 regulates gene expression,
and we cannot yet discount the possibility that the Ab-
mediated decrease in DNMT1 participates in the up-
regulation of reelin.

In summary, our studies confirm that reelin expression
is up-regulated in the brain of patientswithAD.Ab is able
to trigger a decrease in nuclear DNMT1 levels. However,
the methylation of the RELN promoter is not altered by
Ab. The reduced level of proteolytic fragments ofApoER2
in the AD brain compared with the ND brain suggests an
inefficient interaction with ApoER2 and, therefore, a def-
icit in further processing. Because ApoER2-ICD exerts
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transcriptional control on reelin expression, decreased
production of ApoER2-ICDmay be responsible for increased
reelin expression. The possibility that reelin dysfunction
and the alteration of ApoER2 processing ultimately in-
fluences synaptic function (67, 68) points to a role for these
proteins in AD progression.
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Sáez-Valero, J. (2012) Changes in acetylcholinesterase expression
are associated with altered presenilin-1 levels. Neurobiol. Aging 33,
627.e27–627.e37

30. Ni, C. Y., Murphy, M. P., Golde, T. E., and Carpenter, G. (2001)
g-secretase cleavage and nuclear localization of ErbB-4 receptor ty-
rosine kinase. Science 294, 2179–2181

Ab DECREASES ApoER2-CTF AND INCREASES REELIN EXPRESSION 3545

 15306860, 2018, 7, D
ow

nloaded from
 https://faseb.onlinelibrary.w

iley.com
/doi/10.1096/fj.201700736R

R
 by U

. M
iguel H

ernandez D
e E

lche, W
iley O

nline L
ibrary on [06/02/2024]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense



31. Liu, D. S., Pan, X. D., Zhang, J., Shen, H., Collins, N. C., Cole, A. M.,
Koster, K. P., BenAissa,M.,Dai, X.M., Zhou,M., Tai, L.M., Zhu, Y.G.,
LaDu, M., and Chen, X. C. (2015) APOE4 enhances age-dependent
decline in cognitive function by down-regulating an NMDA receptor
pathway in EFAD-Tg mice.Mol. Neurodegener. 10, 7

32. Shi, Y., Yamada, K., Liddelow, S. A., Smith, S. T., Zhao, L., Luo, W.,
Tsai, R. M., Spina, S., Grinberg, L. T., Rojas, J. C., Gallardo, G., Wang,
K., Roh, J., Robinson, G., Finn, M. B., Jiang, H., Sullivan, P. M.,
Baufeld, C., Wood, M. W., Sutphen, C., McCue, L., Xiong, C.,
Del-Aguila, J. L.,Morris, J. C., Cruchaga, C., Fagan, A.M.,Miller, B. L.,
Boxer, A. L., Seeley,W.W., Butovsky,O., Barres, B. A., Paul, S.M., and
Holtzman, D. M.; Alzheimer’s Disease Neuroimaging Initiative.
(2017) ApoE4 markedly exacerbates tau-mediated neuro-
degeneration in a mouse model of tauopathy. Nature 549, 523–527

33. Divekar, S. D., Burrell, T. C., Lee, J. E., Weeber, E. J., and Rebeck,
G. W. (2014) Ligand-induced homotypic and heterotypic clustering
of apolipoprotein E receptor 2. J. Biol. Chem. 289, 15894–15903

34. Hoe, H. S., Pocivavsek, A., Dai, H., Chakraborty, G., Harris, D. C., and
Rebeck, G. W. (2006) Effects of apoE on neuronal signaling and APP
processing in rodent brain. Brain Res. 1112, 70–79

35. Hinrich, A. J., Jodelka, F. M., Chang, J. L., Brutman, D., Bruno, A. M.,
Briggs, C. A., James, B. D., Stutzmann, G. E., Bennett, D. A., Miller,
S. A., Rigo, F., Marr, R. A., and Hastings, M. L. (2016) Therapeutic
correction of ApoER2 splicing in Alzheimer’s disease mice using
antisense oligonucleotides. EMBO Mol. Med. 8, 328–345

36. Yu, J. T., and Tan, L. (2012) The role of clusterin in Alzheimer’s
disease: pathways, pathogenesis, and therapy. Mol. Neurobiol. 45,
314–326

37. Raber, J., Wong, D., Buttini, M., Orth, M., Bellosta, S., Pitas, R. E.,
Mahley, R. W., and Mucke, L. (1998) Isoform-specific effects of hu-
man apolipoprotein E on brain function revealed in ApoE knockout
mice: increased susceptibility of females. Proc. Natl. Acad. Sci. USA 95,
10914–10919

38. Hussain, A., Luong, M., Pooley, A., andNathan, B. P. (2013) Isoform-
specific effects of apoE on neurite outgrowth in olfactory epithelium
culture. J. Biomed. Sci. 20, 49

39. Chen, Y., Durakoglugil, M. S., Xian, X., and Herz, J. (2010) ApoE4
reduces glutamate receptor function and synaptic plasticity by
selectively impairing ApoE receptor recycling. Proc. Natl. Acad. Sci.
USA 107, 12011–12016

40. Marzolo, M. P., and Bu, G. (2009) Lipoprotein receptors and
cholesterol inAPP traffickingandproteolyticprocessing, implications
for Alzheimer’s disease. Semin. Cell Dev. Biol. 20, 191–200

41. Bachmeier, C., Shackleton, B., Ojo, J., Paris, D., Mullan, M., and
Crawford, F. (2014) Apolipoprotein E isoform-specific effects on li-
poprotein receptor processing. Neuromolecular Med. 16, 686–696

42. Weeber, E. J., Beffert,U., Jones, C., Christian, J.M., Forster, E., Sweatt,
J. D., and Herz, J. (2002) Reelin and ApoE receptors cooperate to
enhance hippocampal synaptic plasticity and learning. J. Biol. Chem.
277, 39944–39952

43. Cuchillo-Ibañez, I., Balmaceda, V., Mata-Balaguer, T., Lopez-Font, I.,
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